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personal information
email andrew.parker.morgan@gmail.com
phone +1 (919) 932 0000

education
Residency · Duke University Hospital2019–2023
Internal medicine and pediatrics
MD · University of North Carolina at Chapel Hill2010–2019
Dual-degree student in Medical Scientist Training Program (MSTP)
PhD · University of North Carolina at Chapel Hill2012–2017
Curriculum in Bioinformatics & Computational Biology · Department of Genetics
BS · University of North Carolina at Chapel Hill2005–2009
Biostatistics; biology · School of Public Health

honors and awards
YT Chen Award, for excellence in patient care in pediatrics2023
James A Stockman Award, for contribution to resident education in pediatrics
William Bell Award, for clinical diagnosis in pediatrics2021
Isaac Hall Manning Award, for medical student scholarship and leadership2019
Dean’s Distinguished Dissertation Award, for best dissertation in biological sciences2017
Terry Magnuson Award, for a senior student in Bioinformatics & Computational Biology curriculum2016
Excellent student talk, 29th International Mammalian Genome Conference, Yokohama, Japan2015
Pillsbury Award, best oral presentation in basic sciences, UNC Medical Student Research Day2014
Excellent student talk, 28th International Mammalian Genome Conference, Bar Harbor, Maine
Best student talk, UNC Department of Genetics Scientific Retreat2013
Excellent student talk, 27th International Mammalian Genome Conference, Salamanca, Spain
Oxford Summer School in Computational Biology, invited participant (top 5% of applicants globally)
Phi Beta Kappa, inductee2009
J.N. Couch Award, for excellence in plant biology research
Delta Omega Award, top undergraduate student in biostatistics

grants and fellowships
Ruth L. Kirschstein NRSA Inidividual Predoctoral Fellowship2014–2018
National Institute of Mental Health F30MH103925
Sponsor: Fernando Pardo-Manuel de Villena, PhD
Bioinformatics & Computational Biology Training Grant2012–2013
National Institute of General Medical Sciences T32GM067553
PI: Timothy Elston, PhD
Medical Scientist Training Program Training Grant2010–2011
National Institute of General Medical Sciences T32GM008719
PI: Eugene Orringer, MD

service
Ad hoc reviewer: Genetics, G3, Scientific Data, Frontiers in Epidemiology2015–
Admissions committee, UNC Medical Scientist Training Program2014–2016
Chief operating officer, UNC Student Health Action Coalition2015–2016
Data and privacy officer, UNC Student Health Action Coalition2013–2015
Medical (free) clinic director, UNC Student Health Action Coalition2012–2013

teaching
Systems Genetics Workshop, 29th IMGC, Yokohama, Japan2015
Guest lecture, graduate-level population genomics course (BCB 722)
Academic coach (bioinformatics), UNC Initiative for Maximizing Student Diversity2014
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Teaching assistant for BCB 720: Principles of statistical modelling2013
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